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Indications about: 

Fidabio PDB Correlator
PROTEIN DATA BANK DATA AS A BASELINE FOR FIDABIO CHARACTERIZATION

FIDABIO CORRELATOR WORKFLOW

Example: β-lactoglobulin (BLG)

Determine the Rh
experimentally with

Fida 1

Compare Rh measured
- Rh predicted

Fidabio PDB Correlator
Predict the hydrodynamic radius
(Rh) from PDB Structural Data




Protein Data Bank 
Import PDB Date into

Fida Software

Fida 1
Measurement



Rh = 2,77 ± 0.06

Rh (Predicted) vs 
Rh (Fida 1)



28% Off

Indication that
in-solution
structure is

different from a
monomer

Homodimer Structure
File clean-up (removal
of co-crystalized
structures) 

Adjustments in
Pymol:

Fidabio PDB
Correlator



Rh predicted: 2.19nm

Protein Data Bank 



BLG Code: 1BEB

Fidabio PDB
Correlator



New Prediction:

R=2,85nm
close to Fida1 value




Indication of
Homodimeric

Structure of BLG

Rh=2,93nm Rh=2,85nm

Homodimer
Structure and
File Cleanup
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